Neural-based snippet extraction for biomedical
question answering

Tiago Almeida and Sérgio Matos

University of Aveiro, DETI/IEETA, 3810-193 Aveiro, Portugal

Introduction

« Literature growth poses challenges to biomedical researchers, who need to routinely examine a wide amount of scientific documents.

« Current search engines such as PUBMED do not support natural language queries, and display results as lists of documents that users

must inspect to find the desired information.

 This work presents an end-to-end retrieval system, applied to the biomedical domain, that combines the efficiency of a traditional model
with the efficacy of a neural ranking model in order to retrieve relevant documents with their relevant snippets highlighted.
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The resulting vector is fed to a
dense layer to compute the final
ranking score.
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This is accomplished by looking at both attention weights of
the neural ranking model (query and query-snippet). The
global attention weight for each snippet can be derived from
the product of these two terms, a, .. = a,, X a,

Which enzyme is inhibited by Imetelstat?
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Experiments and Results
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The telomerase inhibitor imetelstat alone, and in combination with trastuzumab, decreases the cancer

stem cell population and self-renewal of HER2+ breast cancer cells.

The BioASQ 7 dataset [2] (18M articles and 2747 questions)

the telomerase inhibitor imetelstat alone and in combination with trastuzumab decreases the cancer stem cell population and self renewal of her2

Wa S u Sed to tra | N a N d eva | u ate th e SYSte Mm. CO m pa red a g a | N St breast cancer cells cancer stem cells cscs are thought to be responsible for tumor progression metastasis and recurrence her2 overexpression is
. . . associated with increased cscs which may explain the aggressive phenotype and increased likelihood of recurrence for herZ breast cancers

th e O rl g I n a I B M 2 5 ra n kl n g O rd e r, th e p rO posed SYSte m telomerase is reactivated in tumor cells including cscs but has limited activity in normal tissues providing potential for telomerase inhibition in anti
. . . . cancer therapy the purpose of this study was to investigate the effects of a telomerase antagonistic oligonucleotide imetelstat grn163l on csc and

a Ch Ieved a n I m p rovem e nt Of Ol 1 4 I n MAP a n d O /4 3 1 I n reca | | " non csc populations of herd breast cancer cell lines the effects of imetelstat on csc populations of her2 breast cancer cells were measured by aldh
1 I I activity and cddd 24 expression by flow cytometry as well as mammosphere assays for functionality combination studies in vitro and in vivo were

The SYStem WaS aISO eva I uated Wlth the ava I Ia ble BIOASQ 7 utilized to test for synergism between imetelstat and trastuzumab imetelstat inhibited telomerase activity in both subpopulations moreover
teSt SetS, aCh eV ng perfo Fmance |eve|S com pa I'a ble to the imetelstat alone and in ccnjbina#inn with t.ras.tuzumab reduced the csc ﬂ'EICtiCIr."I and in.hil::ri.ted csC fum_‘tin.:unal ability as shn::ﬂ.-fm by decreased

best?!, including a top result on Batch 1. Figure 1 displays a
prototype web application that exposes this system.

Figure 1: Biomedical literature retrieval tool, with snippet highlighting.
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results when applied to the biomedical domain conference on Information and Knowledge Management — CIKM’ 17.
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1 Complete results can be found here: https://tinyurl.com/y2kuu26b
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